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19:30-21:30 | Workshop (F3#FA: BEE3%)
Hhm: REYHE, 2% £HRFE 143

l. Xplor-NIH: EEREMITENER SXE (BF)
1. NMR BiCRRE FEMANZITRE (FXERER)

20237 R17H (E=%h BEEHE, 2% L£aRlFIE 407)

8:30-8:50 FER

Session 1 (A IRSEZEARE (FHAN: EEH)

8:50-9:15 B RIBEEY 51k | Receptor Dynamic Clustering on Membrane




FX XA

Characterized by NMR

9:15-9:40 SENETEAFE Conformational dynamics of GPCR signaling
by NMR spectroscopy
9:40-9:55 i3z ¥# University of Exploration of 19F-gNMR in Tapping the
South Florida Functions of GPCR Intermediate-States
9:55-10:10 #%lUZF Case Western The sequence-structure-function paradigm of

Reserve University

estrogen receptor disorder

10:10-10:35 | &/ EX B4

Session 2 it 5 Al

(EFFA BRI

10:35-11:00 | %%k B IARF

Spectrum Reconstruction for Laplace NMR:
From Handcraft Regularization to Data-Driven
Learning

11:00-11:15 | W EH EELK =

Assisting and Accelerating NMR Assignment
with Restrained Structure Prediction

11:15-11.30 | 5k&EE FERFERAK | EToFahFENF A REHMEENE
F HEMRZERER
11:30-11:45 | EE RRIFEFE M ERE | Predict Protein Order Parameters using
Artificial Intelligence
11:45-12:00 | M IEE) BT K Reconstruction of non-uniformly sampled
NMR spectra by deep learning
12:00-12:15 | 3E/)\jE FEEFRIZFE | Al-based NMR Spectral Data Interpretation
BT from Recognition to Elucidation
12:15-12:30 | Jy7k5® MALHARISCEE | NMR-based traits: The Next Generation of
=REBES2TIEFRA Precision Medicine
12:30-14:00 | ZF&/4 1K

Session 3 B AENA (FHFA:

HRX)

14:00-14:25 | InFR#H PERIFF AR KA | Proton-detection solid state NMR for the
= proteins in the condensed phase
14:25-14:40 | FHMRERIEBT KF Dynamics of base pairs with low stability in
RNA by solid-state NMR exchange
spectroscopy
14:40-14:55 | £ &894 FERBIZF AR K | Fluoride permeation mechanism of the Fluc

channel in liposomes revealed by solid-state
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%
14:55-15:10 | Se#¥3% RIYIAEIEELTRl | Conformation and Functional Dynamics of
K= Chromatin in its Regulation Investigated by
Solid-state NMR
15:10-15:25 | %58k

Session 4 IR AR S RIFAES (FFA: gkill)

15:25-15:50 | K PERIFRAK | BERRAECIFHZIKAYH L FHRIE
F Rz A
15:50-16:05 | 724 PR EYIE | The development and application of
o integrative methods for structural studies of
large RNAs and RNA-protein complexes
16:05-16:20 | X|E4 b AKFESFER | Tracing Radicals/ROS in antitumor therapy:
from artemisinin to targeted protein
degradation
16:20-16:35 | X|PRE KZERIAKZF Development of trityl-nitroxide biradicals for
cellular high-field dynamic nuclear
polarization
16:35-16:50 | MEE E|TKF Metabolic Regulation of Key Metabolites:
Insights from NMR-based Metabonomic
Analysis in Skeletal Muscle
16:50-17:05 | #AHEE AR EA KRS | BT -HBRHAIRMRIHES

Session 5 fztt

SR (EFA TRH)

17:05-17:20 | fufl FEREFAKRE | KA FEZAEENI T PHF19 HFEREARIEE
BT
17:20-17:35 | ®&EFH PRIFR_EEHFAL | Investigations on the Interactions between
A= Anti-cancer Drugs and G-quadruplexes
Formed in Proto-Oncogene Promoter Region
17:35-17:50 | 385 A RIBERTMESERT | Structure and function of G-quadruplexes in
human neurodegenerative diseases
17:50-18:05 | R It AFFYIFFZ | NMR & Xray Studies on the Discovery and
HRR Mechanisms of Antiviral and Anticancer
Inhibitors
18:05-19:00 {[7EAS




19:00-20:00 | EEL (£E¥EZFIE E202)
20:00-21:00 | Poster session (EZFRIFE—IKKT)

20237 B 18 H (&3 ML HE, neth £oRZE 143)

Session 6 1t

g (A BEw)

8:30-8:55 SR EEKF Wi o% 55 B T B BN IR Fr R R

8:55-9:10 e b K FEFER High Field Magnetic Resonance Imaging and
Applications

9:10-9:20 58 BV N A Score-based Diffusion Model for

Reconstruction and Denoising of Reduced
Field of View Imaging

Session 7 Tzt

SEDD TS (EF

A BEEMH)

9:20-9:45 R FNE E I K5 | Conformational Exchange of Dengue Virus
NS2B-NS3 Protease Complex and Structure-
Dynamics Based Inhibitor Identification

9:45-10:00 B dtmEAFE GapR Binds DNA through Dynamic Opening of
Its Tetrameric Interface

10:00-10:15 | B4 BBHAF Single-domain Antibody Targeting Induced
HER2 Transmembrane Domain
Conformational Heterogeneity

10:15-10:30 | 58K

Session 7 T3t

REEMDTHSN (FFHN RIF)

10:30-10:45 | s J5EE HRIFE E/EZ5% | Ahal's unique N-terminal fragment confers it
i holdase activity in vitro

10:45-11:00 | E itk RFEBIZFFL AR K | Structural basis for dynamic chaperoning by
= the E. coli Hsp90

11:00-11:15 | FXRA LLRTKZESE | BTFARSEY R D FIREHEXHR 7S
&B M RAYHTEL CPMG SthFR5REXSER FT A

11:15-11:30 | sk PRI RS R S | K AREEEEIR NMR AR E G %R
s

11:30-11:45 | X FE Rl KZF Inhibition of BAK apoptotic activity by Parkin-

mediated ubiquitination




11:45-12:00 | &=k PRIFRIE#ZIHF | Human Prohibitin 2 is a Mitochondrial Ca2+-
L=l ==]TEN Selective Channel

12:00-12:10 | X&FE b E K= The Transcriptional Regulation Mechanism of
Anti-silencer Ler from Pathogenic E. coli

12:10-12:20 | £ & B RIFTKEZNERT | Identifying and quantifying topology of G-
guadruplexes in human telomeric overhang
by °F chemical shift fingerprint

12:20-12:30 | {74l EERXIBAF Automatic needle segmentation based on
segment anything model (SAM) for MRI-
guided brain interventions

12:30-14:00 | P& /44K

Session 8 RAMMZHFI A (FHAN: MEKRE)

14:00-14:25 | #kALIL BRI E B4EY | Quantify Protein Interactions in Cells and
8B 53R their Impacts on Protein Dynamics
14:25-14:40 | #1R8 FRIFTIEZMEPT | In situ Structure Determination of Membrane
Proteins in E. coli Cellular Membranes
14:40-14:55 | 45 PRIIREYYIE | In-cell NMR T3 Hsp70 & (5 SBDoFl C-IDR
Fir SEAARE R RS R TR EEA
14:55-15:10 | &7 F PRIFTEZEME | Protein Conformational Exchanges
f Modulated by the Environment of Outer
Membrane Vesicles
15:10-15:25 | (A £EHIET KF The Unusual Transmembrane Partition of the
Hexameric Channel of the Hepatitis C Virus in
Membrane Mimetics
15:25-15:40 EAIN

Session 9 fztt

RS4EMD THREER (EFAN TEH)

15:40-16:05 | JBERNI PRIFEEF B4EY) | Structure and interactions of assembly
BB E SRR modules in the super complex, cellulosome,
from cellulolytic bacteria
16:05-16:20 | HFEZ F K= Characterization of molecular interactions of
a-Synuclein by solution NMR
16:20-16:35 | skfE55 FRIET EEEA | 9 FHAE Hsp27 FFRARBIFH N FIBEER (L

LT

Tau fRIE MR EH D THLH




16:35-16:50 | #if M5 R T K= Specific recognition and targeted regulation
of RNA

16:50-17:05 | BkZ1H M KZFE HRE S S EAZAE R =TT
MM IR R

17:05-17:20 | & EE PRIFREEME | Structural Basis for High-Affinity Recognition

[ of Aflatoxin B1 and Ochratoxin A by DNA

Aptamers

17:20-17:35 | MAE KZ A Structural mechanism of eggcase silk
formation and production of strong artificial
silk

17:35-18:05 | A&
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